The detection rate of total dyslipidemia was 61.05%, and showed a trend of increasing with age;
The detection rate of total dyslipidemia in Han, Uygur and Kazak population was respectively 22.22%, 61.05% and 15.08%. The detection rate of total dyslipidemia was significantly higher in Uygur population than Han and Kazak population (P<0.01). The results were shown in the Table   S2 . Table S2 The detection rate of dyslipidemia in Han, Uygur and Kazak population Ethnics Age Male(n,%) Female(n,%) Total(n,%)
The detection rate of high TC in Han, Uygur and Kazak population was respectively 6.03%, 14.53% and 11.90%. The detection rate of high TC was significantly higher in Uygur population than Han and Kazak population (P<0.01). The results were shown in the Table S3 . The detection rate of high LDL-C in Han, Uygur and Kazak population was respectively 5.30%, 3.49% and 5.71%, and the difference was not significant. The results were shown in the Table S6 . In the Han ethnic group, the microarray analysis results indicated that compared with the normal group, the obesity group had 3 genes (i.e., ITGB1, ITGA7,CCND1) that were significantly up expressed, and 3 genes (i.e., MYC5,CXCR34,ALDH1A23) that were significantly down expressed. Within the Uygur ethnic group, the obesity group had 10 genes (i.e., KLF4,KLF15,PIK3CD, MYD88, RAC2, JAK3, CCR1, CXCR2, PPKCB, VCAM1) that were significantly down expressed. Within the Kazak ethnic group, the obesity group had 2 genes (i.e., PLA2G2D, UGT2A1) that were significantly under expressed. The results were shown in the Figure S1 and Table  S1 . 
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The brackets indicate the fold change (in multiples) of the differently expressed genes.
The weight, BMI, WC, HC, WHR, Fasting blood-glucose, Fasting Insulin, TG and TC in the Uygur population were significantly higher than those in the Han and Kazak groups (P<0.01).
The HDL in the Uygur population was significantly lower than that in the Han and Kazak (P<0.01). The LDL in the Uygur population was significantly lower than Han, while higher than Kazak (P<0.01). The results were shown in the Table S7 . The levels of serum lipid (TC, TG, HDL, and LDL) were significantly correlated with height, weight, BMI, WC, HC, WHR, SBP, DBP, fasting plasma glucose, 2-hour plasma glucose, fasting insulin, and 2-hour insulin in Han and Kazak populations; while, interestingly, the correlations of serum lipid levels and other indic es only reflected two relationships in the Uygur population: TC was positively correlated with height, and LDL was positively correlated with 2-hour plasma glucose. These results suggested that the high lipid levels might be mainly related to genetic factors in the Uygur population. The results were shown in the Table S8 . 
